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Seed protein of foxtail and proso millets were fractionated into polypeptides that were analyzed for their major protein,
prolamin, and NH-terminal amino acid sequences of proteins were determined. The proteins extracted from foxtail and proso
millet were64.1and80.0%prolamin, respectively.Polypeptides of prolaminswereclassifiedintotwogroups.M ajorpolypeptides
of 27-19 kDa were rich in leucine and alanine, whereas the 17-14 kDa polypeptides were rich in methionineandcysteine.
Glutelin-like proteins that wereextracted with reducedreagent were high in proline content and the major polypeptideswerel?
and20kDarespectively. NH-terminal amino acidsequenceshowedthat the major polypeptides of prolaminwerehomologousto

a-zein and glutelin-like protein containing Pro-Pro-Pro sequence like repetitive sequence of g-zein. Although the prolamin

consistedof asi milarsubunitaszein,polypeptideswithvariouspl valuewerefoundamongthem.
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