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Sample Preparation Reagent (Thermo Fisher Scientific, San
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Strain Relevant genotype Reference
Saccharomyces cerevisiae

F2 (Jobanni-no shirabe) derived from ginjyo No. 2 12

P40 ('Yu-konoomoi) derived from ginjyo No. 2 12

Foxlw201 Non-urea-producing mutant derived from w201 13

K7 Wild type Brewing Society of Japan
K701 Non-foaming mutant derived from K7 Brewing Society of Japan
K9 Wild type Brewing Society of Japan
K901 Non-foaming mutant derived from K7 Brewing Society of Japan
K1801 Hybrid of haploid from K901 and haploid from K1601  Brewing Society of Japan
S288C Laboratory strain -

SAF Isolated from commercial dry baker's yeast -

Table2 Primers used in this study

Primer name Sequence(5-3) target gene
AWALFw ATGTTCAATCGCTTTAATAAACTTCAAGCC AWAL
AWA1Rv TTAGTTAAAGAAAGCAAGAACGAAAATACC
YLRW(delta20-F TCACGTCAGAATAGTTTTTGTGCATCTATG YLRWdelta20
YLRWdelta20-R ~ AAATGGATGGATAATTTGATAATTGCTGGG
YDRWodelta25-F ATGGAGACAAATACGCGCAAATTGAGCATC YDRWdelta2s
YDRW(delta25-R  GTTGTAAGACTCGATGCACTAAACAGTCAT
YELW(delta5-F TTCTCATCATTTGCGTCATCTTCTAACACC YELWdelta5
YELWodelta5-R GCTTTTTCTACATTCAATGACTACTTCTCG
YGRWdelta2l-F  GCTTTGTATTGGATCTTATAGCACTGCTTC YGRWdelta21
YGRWCdelta21-R  GGCGTTACTTACATGTGATAGGTTCATTAG
YPLW(delta7-F GTATGGTCAGAAAATGATCGTGGTGTTTCA VPLWdelta7

YPLW(delta7-R

ATCCTTGCGTTTCAGCTTCCACTAATTTAG
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Figure 1 PCR amplification patterns of AWA1(A), YELWdelta5(B), YPLWdelta7(C), YLRdelta20(D), YGRWAdelta21(E) and
YDRWAdelta25(F). Lane 1-10 indicate the results of K7, K701, K9, K901, K1801, F2, P40, Foxlw201, S288C and SAF, respectively.
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Table3 Summary of PCR amplification pattern

Strain AWA1 YELW  YPLW YLRW YGRW YDRW

(kbp) delta5  delta7 delta20 delta21 delta25
K7 5+6 + + + - -
K701 - + + + - -
K9 4 + + - - -
K901 4 + + - - -
K1801 4 + + + - +
F2 45 + - + - -
P40 4 + - - - -
Foxlw201 6 + - + - -
S288C 3 + - + - +
SAF 25+35 - - + - +
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