10m?

Screening of Conifer Bark - Degrading Microorganism
YAMAMOTO Tadashi, ONODERA Kazue

The degrading microorganism was examined in order to decompose lignin. The lignin-
degrading microorganism retrieval test did the soil that conifer bark compost and Japanese
lacquer chip of the marketing were piled up with the separation source. Some
microorganisms were found in the selection which made the decomposition of the pigment
to be an index. And, the comparative test by the difference of addition nutritional factor of
the conifer bark of about 10m? is advanced on the high-speed composting of the conifer bark
as preparation test to the field scale.
key words : lignin, degrading, microorganism, compost, conifer, bark
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GAM

37 48
5
0.03 RBBR
0.5 25 2 7
1 14
0.03 RBBR
(kg) (kg)
(kg)
(kg) 1
C1| 1,000 0 1,000
25
c2| 1,000 10 1,010 5 7 14
C3| 1,000 10 1,010
C4| 1,000 0 10 | 1,010
1/10 1/100
C5| 1,000 10 10 | 1,020 15
C6| 1,000 10 10 | 1,020
B1 1,000 © 1,000
B2 1,000 10 1,010 1
14 9
25 2 7
Jr. TR52
14
50cm
1/10
. 1/100 15
3 NBRC 9791 Coriolus
versicolor NBRC 30340 Coriolus versicolor
ATCC 13368 Bcillus megaterium de Bary
TECATOR
uUv200
1035
R
1g 105
RBBR 595nm 10ml )
L 10ml
pH
121 15
10g 10ml
25
pH
LECO SC144DR
4
37
6
48 BCP
37 48
205nm
37 48
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ATCC 13368 Bcillus megaterium de Bary 1
5
2
RBBR 3-3 2
NBRC 30340
RBBR RBBR 3
Kenkyou bl Kenkyou b2 Japan a
> Coniffer ¢
2 6
CN & & [

a-1 2.41] 36.65| 15.20| 1.11| 0.18 41.32 0.81 4592| 28.43 4.93 12.55
a-2 3.53| 38.69| 10.96| 2.47| 0.21| 43.68 0.79 44.88| 27.49 5.00 12.39
a-3 8.74| 34.96| 4.00{ 1.18] 0.30 37.18 1.05 47.34) 27.95 5.07 14.32
a-4 2.36| 37.56| 15.95| 0.98| 0.16] 41.27 0.60 47.66| 28.77 5.32 13.56
a-5 10.56| 39.36] 3.73| 1.00f 0.25 38.44 1.46 45.40| 27.39 5.35 12.66
a-6 7.61| 36.81| 4.84| 1.27| 0.23 39.71 0.90 45.63| 30.05 6.00 9.57
b-1 3.08| 37.89| 12.30| 1.62| 0.15 39.29 1.54 53.15| 28.56 9.26 15.32
b-2 493| 39.03| 7.92| 2.51] 0.15| 40.84 1.64 53.58| 26.39 6.28| 20.90
t-1 7.91| 37.13| 4.69| 0.81] 0.20 41.23 1.14 40.68| 28.37 5.08 7.23
a-0 2.09| 41.03| 19.62| 0.73] 0.21 37.08 0.58 47.39| 30.35 4.22 12.82
b-0 2.65| 42.73| 16.15| 2.76| 0.13 32.04 1.33 49.19| 30.12 5.17 13.9
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—&—DI(PD+RBBR)
NBRC 30340

=#—NBRC 9791
Kennkyou b 1

(

—&—Dbl(SCD+RBBR) —l— NBRC 9791

=¥é=Kennkyoub 2 —@=— a NBRC 30340 Kennkyou b 1
—t— Coniffer ¢ —— ATCC 13368 —K—Kennkyoub 2 —@— a
) —+— Coniffer ¢ —=—ATCC 13368
Coniffer C-1 bl(PD+RBBR) @ Coniffer C-1
2 3 RBBR
RBBR
3
4
3
1g 106 4
1
19 106
1
PDA PDA PDA
PDA PDA PDA
1/100
m 110 171 1/10 1/100
0 0 8 1 0
1 0 0 1 2 0 0
0 0 3 0 0
15 2 1 25 5 2
1 0 0 1 7 2 0
PDA: PDA:

64




RBBR

65

14

14 15

1 J. A. Bumpus, M. Tien, D. Wright and S. D. Aust
Science,228,1434-1436 1985
2 11
pl105 2002
3 Klecka, G. M. and Gibson, D. T. Biochem.
J.,180,639-645 1979
, 1990

50 1806-1815 1996
6 p97
2000

p97
2000



