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The genetic phylogeny of the planaria inhabiting in the underground lake of
Osonoera-do cave.
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Abstract

The planaria collected from the underground lake of Osonoera-do cave, Yamada town, Iwate prefecture, Japan

had no eyes and its body color was white. Molecular phylogenetic analysis based on 18S rDNA gene sequence

showed that this specimen is closely related to the genus Dendrocoelopsis.This population may be an endemic

species of the water system connected to the underground lake of Osonoera-do cave.
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GTTACTTGATGACTCTGGATAACTTTACTGATCGTACAACCTTTGTGTTGACGACATATC 300
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ﬂu Bdellocephala brunnea Aomori
78

Bdellocephala brunnea Kyoto/Fukushima
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